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Dmel−effect Predictor x Tandem genes, clusters 10..80
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Dmel−effect Predictor x Tandem genes, clusters 1..5
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Tandem gene prediction 
by Dmel distance effect
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Species order shown:
 (Dmel) > Dsec > Dyak > Dere > Dpse > Dmoj > Dvir > Dgri

No strong 
Dmel distance effect

Large Clusters (10-80 genes)

Small Clusters (2-5 genes)

Gene duplicates and predictors in Drosophila species


