Dv, dgri=Dg

G0:0003824

Dj, dvir

Dp, dwil=Dw, dmoj

gories for gene matches to genomes

De, dana=Da, dpse

G0:0003700 G0:000372350:0003779

Dy, dere

Ds, dyak
Gene sources (rows): Fruitfly, Worm, Mouse

G0:0003677

Mosaic Plot: Deviations in GO Function cate

Target Species (columns): dmel=Dm, dsim
G0:0000166
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actin binding,

enzyme regulator activity,

protein binding, GO:0005554

RNA binding, GO:0003779
hydrolase activity, GO:0030234

signal transducer activity, GO:0004872= receptor activity, GO:0005102= receptor binding, GO:0005198

calcium ion binding, GO:0005515

transcription factor activity, GO:0003723

binding, GO:0005509
transferase activity, GO:0016787

goterm

DNA binding, GO:0003700

ion channel activity, GO:0005488
kinase activity, GO:0016740

transcription regulator activity

nucleic acid binding, GO:0003677

phosphoprotein phosphatase activity, GO:0004871

peptidase activity, GO:0016301

carbohydrate binding, GO:0030528

transporter activity, GO:0005216

nucleotide binding, GO:0003676

G0:0003824= catalytic activity, GO:0004721
G0:0030246

structural molecule activity, GO:0005215
molecular_function unknown, GO:0008233

GO Term list: GO:0000166



