
Mosaic Plot: Deviations in GO_CellLocation categories for gene matches to genomes
Target Species (columns): dmel=Dm, dsim=Ds, dyak=Dy, dere=De, dana=Da, dpse=Dp, dwil=Dw, dmoj=Dj, dvir=Dv, dgri=Dg

Gene sources (rows): Fruitfly, Worm, Mouse

goterm

an
so

ur
ce

GO:0005576GO:0005578GO:0005615 GO:0005622 GO:0005623 GO:0005634 GO:0005654GO:0005737 GO:0005739

F
ru

itf
ly

W
or

m
M

ou
se

DmDsDyDeDaDpDwDjDvDgDmDsDyDeDaDpDwDjDvDgDmDsDyDeDaDpDwDjDvDg DmDsDyDeDaDpDwDjDvDg Dm Ds Dy De Da Dp Dw Dj Dv Dg Dm Ds Dy De Da Dp Dw Dj Dv Dg DmDsDyDeDaDpDwDjDvDg DmDsDyDeDaDpDwDjDvDg DmDsDyDeDaDpDwDjDvDg

S
ta

nd
ar

di
ze

d
R

es
id

ua
ls

:

<−4.5

−4.5:−3.5

−3.5:−2.5

−2.5:−1.5

−1.5:−0.2

−0.2:0

0:0.2

0.2:1.5

1.5:2.5

2.5:3.5

3.5:4.5

>4.5

goterm

an
so

ur
ce

GO:0005783 GO:0005794 GO:0005829 GO:0005856 GO:0005886 GO:0005941 GO:0008372

F
ru

itf
ly

W
or

m
M

ou
se

DmDsDyDeDaDpDwDjDvDg DmDsDyDeDaDpDwDjDvDg DmDsDyDeDaDpDwDjDvDg DmDs DyDeDaDpDwDj DvDg DmDsDyDeDaDpDwDjDvDg DmDsDyDeDaDpDwDjDvDg Dm Ds Dy De Da Dp Dw Dj Dv Dg

GO Term list: GO:0005576= extracellular region, GO:0005578= extracellular matrix (sensu Metazoa), GO:0005615= extracellular space, GO:0005622= intracellular, GO:0005623= cell, GO:0005634= nucleus,
GO:0005654= nucleoplasm, GO:0005737= cytoplasm, GO:0005739= mitochondrion, GO:0005783= endoplasmic reticulum, GO:0005794= Golgi apparatus, GO:0005829= cytosol, GO:0005856= cytoskeleton, GO:0005886=
plasma membrane, GO:0005941= unlocalized protein complex, GO:0008372= cellular_component unknown


