gories for gene matches to genomes

Wi, dmel=Dm, dpse

Mosaic Plot: Deviations in GO_CellLocation cate
Target Species (columns): cele

=Dv

Dp, dvir

Ce, dpulex=

Gene sources (rows): Fruitfly, Worm, Mouse
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cytoplasm,

nucleoplasm, GO:0005737

cellular_component unknown

cell, GO:0005634= nucleus, GO:0005654

intracellular, GO:0005623=
plasma membrane, GO:0008372

, GO:0005622
GO0:0005886

cytoskeleton,

extracellular space

, GO:0005615=
= cytosol, GO:0005856

extracellular region
G0:0005829

= mitochondrion
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